
Analysis of the raw sequencing data was performed with
the Cytonaut© cloud software. A count matrix was
generated after alignement, deduplication and
assignment of the raw reads.

Human-derived cortical brain organoids aged of 8
months were dissociated with papain. Single-cell
suspensions were obtained by FACS sorting using a
cell viability marker.

Dissociated cells were treated with the Asteria©
Single-cell RNA-seq Benchtop Kit and successfully
coupled with RNA capture beads.

Nature of the sample
Brain Organoids are stem-cell derived neuronal tissues that self-organize in 3D culture. They
represent an excellent model to study human brain desease, development and evolution.
Single-cell profiling of brain organoids provide us with a better understanding of the complexity
of human brain and all its different cell types.
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Application: Breaking Down Brain Organoids

Methodology Resulting Datasets

The resulting cell populations found during annotation
analysis matched to the expected cell types for brain
organoids, and the cell clusters matched those referenced
in the Allen Brain Atlas.

Fig 3. t-SNE visualization of human brain organoid-
dissociated cells colored by cell type.

Fig 2. Gene diversity in captured organoid-dissociated cells
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After gelation of the hydrogel solution, the cells were
lysed and their mRNA strands captured on their
associated individual beads. Following bead recovery,
the mRNA transcripts were reverse-transcripted and
amplified by PCR before library preparation and
sequencing.

Fig 1. A. Asteria© Single-cell RNA-seq Benchtop Kit
B. Paired organoid-dissociated cells (white) and
mRNA capture beads (brown) after coupling.
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